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Sequence: 15419088 Samples:
Bases:
Average spacing:

16299
274
60.0

Average quality >= 10: 8, 20: 12, 30: 238

Quality: 0 - 9
10 - 19
20 - 29
>= 30

A C A T G A C A T T
10

A T G T A CA G C T
20

T A T G C T C A A A
30

T A C A A A T G C A
40

A C A A A T A A T A
50

A A C T T A T A T T
60

A G A A A A T G G A
70

G A A T T A T C T T
80

C

T G T G T A T T T
90

T T G C A A A C C A
100

A G C A T A G G G G
110

A T T G T G G A G T
120

A C C T A A T A A T
130

T C T C A A A A A G
140

G C G A T C G T T T
150

T A A G T A T T T A
160

A T T A C T

G C G G
170

C G T T T A C T G A
180

C A G G G G G G G G
190

G A T T T A A C A A
200

T C A A A C C A T T
210

T T A A A A G A A A
220

A C T C C T A T A T
230

C A A T A A T G G G
240

T G T A G A A A A

T
250

A T C T A C A C C T
260

T G C C C T T A A A
270

T G G
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