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G A AT TCTA GA CC TG T GGC CA TGCA T TC ATCTATTGATTGCTAGT C GGAGCACC TAGC GCCAGAAGAAT TG ACATTCCAATAG
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CAAACGGCACTACTTCC GC CCAGCCTCTTTGATTC AGTA T CTTACGACC TT GCCT TTGTGCAATCGTGTTCTCTTOCTTGGGCTT
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AAATATCTTCATTTGT ACTAAAC TG A
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