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-

T T I‘r—l_?"il T T LI LI B B B ) T T T T L) T T T T T T T T LI LI T LI L) T T T T T T T T T L B | T T T T T L] T L) T T T T LI L L) T L) LI B ) T T LE T L T T 1

160 180 190 200 210 220 230 240

cCcCcCCTGACACCTCC TG ACCACTTTCCTTCAA TTT GTCTCC AC TTGG GATGTGAGTC CCG TG TTACTT TTAATC TAT TGACC CGA ACC
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CGTA TGAGTCT T TCTACTTGCCA GACA ACTC TTG TTGTAC AAATGTG AT AAAG A CC TTG ACCT TGGA ACTGA
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